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The Excel file contains a list of GO terms used as features to predict a gene’s effect on the longevity of an organism – i.e. the classes to be predicted are Pro- and Anti-longevity effect; as explained in the paper. The file contains four spreadsheets, one for each model organism, and all sheets have the same structure. In each sheet, the GO terms are ranked (for each model organism) according to the following criteria.


First of all, the GO terms were divided into two groups. The first group consists of terms whose p-value was considered statistically significant (p-value < 0.05), and the second group consists of the remaining GO terms. First, the file lists the GO terms of the first group (statistically significant GO terms), ranked in decreasing order of selection frequency and, as a tie-breaking criterion, in increasing order of p-value. This first group of GO terms can be easily identified as the set of terms whose p-value is highlighted in yellow.


Next, the file lists the GO terms of the second group (non-statistically significant terms), again ranked in decreasing order of selection frequency and, as a tie-breaking criterion, in increasing order of p-value.


The discussion of biological relevance of very frequently selected GO terms in the paper focused only on the significant GO terms (in the first group), but the file provides information for all GO terms for the sake of completeness.


The meaning of the column headings in each spreadsheet of the Excel file is as follows:

‘GO-ID’ is the ID of the GO term, ‘Selection Freq.’ is the frequency with which the GO term was selected  as  a  predictive  feature,  ‘GOName’ is  the  name  of  the  GO  term,  ‘Freq.Pro’ and
‘Freq.Anti’ are the frequency of occurrence of the GO term in the Pro- and Anti-longevity classes,  respectively  (i.e.  the  number  of  genes  annotated  with  that  term  in  each  class),
‘Relevance’ is a measure of the relevance of the GO term for classification regardless of its statistical significance, and ‘p-value’ is the p-value associated with the GO term. The details of how relevance and p-values were calculated are explained in the paper. In addition, at the right- hand side of the p-value column, at the top, the file shows the relative frequency of instances (genes) in each of the two classes. This information is used to compute the p-value of each GO term.
